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	 One	 main	 ques+on	 in	 Biology	 is	 to	 understand	 how	 organisms	 in	 our	 agroecosystems	 adapt	 to	
environmental	changes.	One	main	challenge	to	reach	this	goal	is	to	carry	out	empirical	approaches	that	are	
relevant,	in	order	to	understand	the	nature	of	the	molecular	mechanisms	associated	with	this	adapta+on.	

	The	project	EVOFUNGI	aims	at	 addressing	 challenging	ques+ons	 regarding	 the	 capacity	of	 a	plant	
pathogen	to	evolve	and	respond	to	abio+c	factor	changes,	with	a	focus	on	adapta+on	to	fluctua+ng	selec+on.	
The	originality	of	this	project	is	based	on	combining	empirical	and	theore+cal	approaches,	using	evolu+onary	
transcriptomics	and	modelling	of	gene	networks.	We	performed	an	evolve	and	re-sequencing	approach	in	the	
fungus	Zymoseptoria	tri+ci,	the	main	species	responsible	for	the	Septoria	Tri+ci	Bloth	disease.	Our	goal	is	to	
(1)	understand	the	role	of	transcrip+on	evolu+on	in	adapta+on	and	(2)	track	down	gene	func+ons	and	gene	
interac+ons	that	are	responsible	for	adapta+on	to	fluctua+ng	selec+on.		

v Main	 achievements	 of	 the	 project	 so	 far	 include:	 (1)	 an	 experimental	 evolu+on	 (EE)	 in	 the	 fungal	
Zymoseptoria	 tri-ci	 (first	 EE	 with	 this	 model	 to	 our	 knowledge);	 (2)	 and	 RNA-sequencing	 and	 analysis	 of	
transcrip+onal	differences	of	evolved	lines	between	temperatures	and	selec+on	regimes.	
v	 	 	 This	 collabora+on	 is	 now	 reinforced	with	 two	PhD	projects	 that	 emerged	 from	Evofungi:	 two	doctoral	
grants	were	obtained	last	June	(ED567:	A.	Jallet	and	ED577:	A.	Odorico).		
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-  Adap+ve	muta+ons?	
-  Cis-regulatory	muta+ons?		
-  Trans-effect	muta+ons	in	coding?	
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