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Context : Chagas disease vectors and the domiciliation process

Genes coding for chemosensory proteins = candidates to domiciliation pr'ocessg
OBP (Odorant Binding Protein) and CSP (Chemosensory Protein)
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OBP and CSP : first actors in the signaling pathway

Which genes could Knowledge of these genes > new vector control strategies?
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play P ~ Targets:

Chagas disease:

Deforestation

> Build a reference transcriptome assembly in Triatoma brasiliensis
7 to 8 million people infected - > Identify OBP and CSP in Triatoma brasiliensis and Rhodnius prolixus
in Latin America (WHO) > Performe phylogenetic analysis of these genes in Paraneoptera

Transcriptome assembly of T. brasiliensis Data for R. prolixus

45.4 > 545,291 reads Illumina > 335,783,397 reads > Genome sequence (international consortium)

- 1 read = 500 bp - 1 read = 100 bp OBP and CSP annotated (do Amaral Melo et al, 2013)
@ Preprocessing = Cleaning:
Remove: adaptators, too small reads, poly-A tail, @ Cutadapt > Transcriptome sequenced using 454 - 500 bp
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Reads Cleaned @ Assembly Of reads into COHTigS Reads Cleaned Search for- genes of in'rer-es'r

Newbler @ Trinity Annotated Detection Triatominae
Mira @ @ Pool 454 and Illumina COﬂ"’igS ) 7 OBP and CSP with tblastn % Tr'anscr'ip'rome
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ConTigs And remove redondance CO““;CE,’ 200 bp In insects /

@CAPB’ Contigs with Validation Data bage NR
Contigs > 200bp + Singletons > 700bp = Reference Transcriptome candidate OBP/CSP | yith blastx | all organisms

Results : OBP and CSP variants

De novo assembly of T. brasiliensis *. Core Eukaryotic Genesé
Mapping Approach

ExpecTad size and Number of N50 Size distribution % CEGMA* | 7% CEGMA*

number of transcripts contigs (% o) min max median average | complete 53\ partial Sufficient information
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